Key indicators: single-crystal X-ray study; T = 273 K; mean (C-C) = 0.004 Å; R factor = 0.054; wR factor = 0.171; data-to-parameter ratio = 13.7.
In the crystal of the title compound, C 18 H 22 N 2 O 4 SÁ2H 2 O, molecules are linked into a one-dimensional chain structure by C-HÁ Á ÁO, N-HÁ Á ÁO, O-HÁ Á ÁO and O-HÁ Á ÁN hydrogen bonds.
Related literature
For the biological and pharmacological activities of Schiff base compounds, see: Bu et al. (2001) ; Ranford et al. (1998) .
Experimental
Crystal data 
Data collection
Bruker SMART CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: SMART (Bruker, 2000) ; cell refinement: SAINT (Bruker, 2000) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) [Ranford, et al., 1998; Bu, et al., 2001] . Therefore, investigating the synthesis and proper ties of hydrazone of these compounds seems to be a very interesting problem. as one part of our systematic work, In this paper, we report on the synthesis and crystal structure of the title compound, (I), (Fig. 1) .
The dihedral angle between the aromatic ring planes (C1-C6) and (C9-C14) is 5.70 (12) (Table 1) .
Experimental
The solution of 1.0 mmol 4-(diethylamino)salicylaldehyde was added to a solution of 1.0 mmol 3-methyl-benzenesulfonic acid in 5 ml ethanol at room temperature. The mixture was refluxed for 4 h with stirring, then the resulting precipitate was filtered, washed, and dried in vacuo over P 4 O 10 for 48 h. Single crystals suitable for X-ray structural analysis was obtained by slowly evaporating from methanol at room temperature.
Refinement
All H atoms were included in the refinement at calculated positions, in the riding-model approximation, with C-H distances of 0.93 (ArH), 0.98 (CH 3 ), 0.97Å (CH 2 ), N-H = 0.86 Å (NH), O-H = 0.82 Å (OH) and 0.85 Å (H 2 O) . The isotropic displacement parameters for all H atoms were set equal to 1.2 or 1.5U eq of the carrier atom. Symmetry codes: (i) −x+1/2, −y+1/2, −z; (ii) x+1/2, −y+1/2, z+1/2; (iii) x, y, z+1; (iv) −x+1/2, y+1/2, −z−1/2; (v) −x+1, y, −z+3/2.
